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Aim: Clonal spread of/~ aeruginosa strains has recently been repotted ha U K and 
Australian cystic fibrosis (CF) centres. Therefore we started a study to determine 
the prevalence and risk of transmission of/~ aeruginosa among cystic fibrosis 
patients in a Belgian rehabilitation centre. During this study we also identified 
Achromobacter ~ylosoxidans isolates (together with /~ aeruginosa) which we 
wanted to compare with fingerprinting teclmiques. 
Methods: Lactose negative colonies on McConkey agar were isolated on Mueller 
Hinton Agar containing 5% sheep blood, and subsequently tested for oxidase 
activity. Oxidase positive isolates were further identified using tDNA PCR and 
fluorescent capillary electrophoresis, to disthaguish between Gram negative 
nonfermenters like /~ aeruginosa, BurkhoIderia species and Achromobacter 
species. For each patient, the A. ~ylosoxidans i olates were first genotyped by 
RAPD (Random Amplified Polymorphic DNA fingerprinting) technique and then 
by fAFLP (fluorescent Amplified Fragment Length Polymorphism), which is more 
reproducible and easier to compare by computer becan~e of its digitised results. 
Results: A total of 102 A. ~ylosoxidans i olates were cultured from the sputa of a 
total of 13 patients out of a population of 76/~ aeruginosa colonised patients. Only 
four genotypes were established based on fAFLP genotyping. Two genotypes, 
designated S and V, were found in four and ten patients respectively, with one 
patient caTrying both genotypes. 
Conclusions: Almost all patients colonized with A. ~ylosoxidans also carried /~ 
aeruginosa genotypes.These data appear to point to a strong tendency of co 
colonisation with/~ aeruginosa nd A. ~ylosoxidans. 
Although several authors have indicated that transmissibility ofA. ~ylosoxidans is 
low, we report the occurrence of genotypically identical strains of this species 
among two clusters of CF patients attending the same rehabilitation centre. 
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